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Quantist will generate a license request (.req) file.

4.
Minimum Software Requirements

Processor 3.0 GHz i7 - 6th gen.
RAM 8 GB

QuantistLicen
Hard Drive 256 GB seRequest_20

220323_0639

Windows 10 Pro 64 bit 41.req

Operating System

Screen Resolution 1600x900 24 bit color

5. Email the request to:

software.licensing@bio-techne.com

6. You will receive a license within 1 business day.

1.0
Install Quantist

7. Save the license on the computer used to request it.
Choose the file location that works for you.
Make sure that you are able to navigate to the license

1. Download Quantist software and install it on your via the Quantist software.

computer. A Quantist licensing window will appear the
first time you use the software.

2. Each software license is available for use on one
computer only. Multiple users on the same computer

Request / Install Quantist™ License X

@,

will be able to access Quantist. License Type: | Full |

NLC

Quantist

License Status: ‘ Valid License ‘

3. Ifyou do have alicense, skip to step 9.

If you do not have a license select License Request. ‘ =] License Request (Full or Evaluation)

€

Fill out the form and choose Evaluation License or a

Full License.
B Install License File

Complete and save the form on the computer the

. . Evaluation Extension Request :
software will be installed on. veluation Bxtension Reques

Email all license requests to software.licensing@bio-techne.com

Please allow up to 1 business day for processing of Quantist License Requests

® bio-techne.com

techsupport@bio-techne.com
@, 1-800-343-7475

Request / Install Quantist™ License X

@,

bietechne

License Type: ‘ None |

NLC,

Quantist License Status: ‘ No License |

8. After you have received the license, open Quantist

software. The licensing window will appear.

‘ [=] License Request (Full or Evaluation) ‘ . .
9. SelectInstall License File.

‘ B Install License File ‘ 10. Navigate to the license that you saved on the computer

and select it.

Evaluation Extension Request :

Email all license requests to software.licensing@bio-techne.com

Please allow up to 1 business day for processing of Quantist License Requests

(® bio-techne.com

techsupport@bio-techne.com
Q, 1-800-343-7475

bietechne

Your copy of Quantist is now licensed. The License
Type window will say “Full” or “Evaluation”. The license
status will say Valid License.

You can close this window if it does not automatically.


mailto:software.licensing%40bio-techne.com?subject=

— Quantist compatible filetypes:

e CSVfiles
e Quantist files

@& Quantist™
File Help
Runs Control
= mll + B4l

11. Open Quantist to start.

12. Select Help > About to view the software version and
license status

13. Click “..." to view the software licensing window

Help > About Software

Software Version. 01110
License Status: Licensed

O,
Quantist

% Assays and

bietechne

14. If moving from an Evaluation License to a Full License,
repeat Steps 3-10 and reference your Sales Order
number when filling out License Request form.

Select Help to:

e Download the Quantist User Guide
® Generate a Quantist diagnostic file

® VView software version and license status

EREIERRE

bietechne:

Quantist

5 X

bietechne

Software Version: 0.11.1.0
License Status: Licensed
Software Licensing Window
Request / Install Quantist™ License X
- License Type: ‘ Full |

NLC

License Status: ‘ Valid License

Quantist

‘ [=] License Request (Full or Evaluation) ‘

‘ Install License File ‘

Evaluation Extension Request :

Email all license requests to software.licensing@bio-techne.com

Please allow up to 1 business day for processing of Quantist License Requests

(% bio-techne.com

techsupport@bio-techne.com

bietechne

Q, 1-800-343-7475



How to Utilize the
Runs Control Window

Run File Icon

Quantist File

Green indicate an active file.
Displays are showing details
related to this file's options.

Luminex® xPONENT® files

Grey icons are inactive.
Click a grey icon to make active.

Click X to completely close
the .CSV or .Quantist file

File Options

File Inactive (click to activate)
File Option Inactive

File Active
File Option Inactive (click to activate)

File Active
File Option Active

An active option has related window

pane(s) displaying customizable details.

A Open option’s display pane

X Close display pane

Toggle multi-run view
horizontal/vertical

Toggle to view
up to 4 runs

simultaneously Hide

options

o fil
pentiie Show

options

— .
4
oy Example Filename 02 ()

Single Analyte Results
Multi-Analyte Results

/ Well Assignments

Analytes Panel

| @ RunInformation (4 (X

2.0
Data Analysis Using
Quantist Software

1. Launch Quantist software.

2. Import CSV or Quantist files:
Drag and drop file into the Runs Control window
or
File > Open Runs

3. Greenfileicons are active
Grey file icons are inactive

Quantist file icon: Luminex® xPONENT® file icon:
- -
Q .CSV

4. Shift + click to select multiple files from a folder.

5. Quantistimports up to 50 CSV files.
Imported files will appear in the left column/window.



@ Run Information

6. Select Run Information for an overview of each file

Click a section header to expand or collapse

Notes section is an editable field to add any run notes.

%

Analytes Panel

7. To begin, select Analytes Panel to confirm

or update analyte assignment to bead region.

A.

The Analyte name and Units columns are

editable. Toggle the “included” box to include

the target analyte/bead region or not.

Select the Analyte Name or Bead Region column
headers to arrange columns in alphabetical or

numerical order, respectively.

File  Help
Runs Control
] & 1
- Standard-Control-Unknown_...

Single Analyte Results
Multi-Analyte Results
Well Assignments

2% Analytes Panel A X

Run Information

Analyte Name Region | Units
BAFF/BLyS/TNSFS 138 12
CCL2/JEMCP-1 13
CCL3/MIP-1 alpha 14
CCLA/MIP-1 beta 15
CCLS/RANTES 18
CCL11/Eotaxin 19
CCLIT/TARC 20
CCL19/MIP-3beta 21
Chitinase 3-like 1 22

CXCLI/KC 25

Quantist™

Imported Name

File Help
Runs Control @ System / File Information
[ & | 4 > @ Batch Information
@ Calibration Information
“ Standard-Control-Unknown_... 'EJ ® e=vjLotinfommation

@ Notes

Single Analyte Results ® Warning / Errors

Multi-Analyte Results
Well Assignments
Analytes Panel

(i) Run Information A X

C.

Use the right panel (Table Options) to:

® Move target analyte up or down

e Sort rows by analyte or bead region
e Set units for selected rows

e Copy rows to or from clipboard

® Reset all rows to be included

A bietechne

Included Table Options

v

JEREEIEEEEE

2 C Row Operations:
Sort All Raws by:

Copy Rows to Clipboard from:
Paste Rows from Clipboard to:

Reset All Rows to Be Included:




Modify Well Plate Details

Assign Wells

1. Highlight desired wells
contiguous area: shift + click
discontiguous areas: ctrl + click

2. With well(s) highlighted (light green)
Click the tool bar legend to assign type

3. Active wells are indicated with double line.
To edit details of a well see windows to right side.

Clear wells

1. Selectthe well(s)

Highlighted
empty well
(details window Single line
pane is open) Blank indicates no data

A2

J1C
©C

2. Click the trash canicon Standard Control Unknown
[ XX ] °
it Well Assignments
7. Assign blank wells:
Blank wells are indicated with a grey diamond.
Blanks will be detailed in the rightmost window.
Replicate Count -+ 4 Blank Standard Divisor High To Low
Slate 1 Use Group Sample Name  Dilution Factor BAFF/BLyS/TNSFS13B CCL2/JE/MCP-1 CCL3/MIP-1 alpha CCL4
AT, ,”'"_’—Z_*\\\ Vs R EBlank 0 Background0

&

h b N
(@ (@
**.—.——_’/i \\“u_——_f-” A

8. Assign Standards:

A. Setthe replicate number in the Replicate Count
field of the center window.

B. Toggle the arrow vertical or horizontal to choose
the direction of replicates.

C. Highlight wells that contain standards

D. Click Standard.
Blue circles will appear in selected wells.
Numbers in blue circles indicate which standard is
in each well.

E. Use the right window to set the highest standard.
High To Low (Lowest Number is the High
Standard). Low To High (The highest number is the
High Standard)

The serial dilution will automatically populate
based on the highest standard and the standard
divisor. Serial Dilution is recalculated when a
standard is deleted. Except for the case of the High
Standard being deleted

Use the Standard Divisor window to set the
standard serial dilution.If no divisor is entered, you
can manually enter the serial dilution series for
each analyte.

F. Otherwise, the highest standard must be entered
for each analyte.



W Blank @ Standard

9. Assign Controls:

A. Setreplicate number at the top left of the center

window.
B. Toggle the direction of replicates using the arrow.

C. Highlight the control wells.

Standard Divisar High To Low

Use Group Sample Name  Dilution Factor BAFF/BLyS/TNSFS138 CCL2/)
Blank o Background0

Standard 1 Standard1

Standard 2 Standard2

Standard 3 Standard3

Standard 4 Standard4

Standard 5 Standard5

Standard 6 Standard6

Standard 7 Standard7

D. Selectcontrol.
Orange squares will appear in each of the selected
wells. The controls will appear in the right window

E. Addthe concentration for each set of control
replicates for each analyte.

Replicate Count —-+

¥ Blank @ Standard M Control

Plst= 1

10. Assign Unknowns:

A. Setreplicate number at the top left of the center

window.

G. Assign Unknown wells.
Blue triangles will appear in each selected well.
Details of Unknown wells is open at right.

Standard Divisor High To Low

Use Group Sample Name = Dilution Factor BAFF/BLyS/TNSFS13B CCL2/JE/MCP-1 CCL3/N
Blank 0 BackgroundO

Control 1 Coentroll

Contral 2 Control2 E
Standard 1 Standard1

Standard 2 Standard2

Standard 3 Standard3

If the same dilution factor exists for multiple
samples, highlight all applicable wells, type in
dilution, and press enter.

H. Add dilution factor for unknowns in right column

Replicate Count - -+ % Blank ® Standard W Control ¥ Unknown Standard Divisor High To Low
Use Group Sample Name = Dilution Factor BAFF/BLyS/TNSFS138 CCL2/JE/MC
RIS, RS ET ~EE~, g R -1 Blank a Background(

Y V(Y (O [ | contral 1 Controll

l ] { B I ) | ontrol ontrol

72N s S S | Contral 2 Control2
"/ETT-\\\ (”Bi“‘\\ e Standard 1 Standard1
k\’ N ] | Standard 2 Standard2
) Standard 3 Standard3
(fﬁ\ (@\ ‘ Standard 4 Standard4
kﬁ"f' ‘° JN Standard 3 Standard3
2 \x_,;f/ . . Standard 6 Standard6
R I/’E'\I\ SIS RN R SE R E B 1 Stenderd 7 Standard?
] | '\ | }\ ] | | jI i J ) i Unknown 1 Unknown1
R N L N " | Unknown 2 Unknown2




DATA QUALITY CHECK

You can evaluate standard curve quality by assessing
recovery and Coefficient of Variation (%CV).

You can also configure standard curve properties such as
curve fit, curve weighting, and recovery range.

Al Single Analyte Results

12. Within run controls menu click Single Analyte Results

Two windows are open at center:
The standard curve for each analyte (top)
Data for the analyte (bottom)

Analyte standard curve

File  Help
Runs Control
BAFF/BLYS/TNSFS138
= @ s B4al>
“ Standard-Control-Unknown.... (%) B :
10000 —
0 Single Analyte Results 7 X 3 :
Mult-Analyte Resuts : :
Well Assignments .
Analytes Panel E E
Run Information 1000 b =
: .
- b
= 4 .
s f
Z :
: .
: .
10 '.
@ Standarc:
1 :
1 13 100 1000 10000
Concentration
ample Use < Twel) v IOV Net Wi Cone Statuz | Cone OV | Bxp Conc oRecovery [OF |m|included
) Backgoundd  Blank a2 95 T 00 2 W
» Contra Control M 223 748 2128 o 833 30000 1648 T
b+ Controi2 Control 8384 13920 112 13825 37045 127 000 172 T
s Standara Standard 812 31685 225 31590 100492 281 100000 10049 2
 Standard2 Standerd cce 12285 201 12190 32028 228 33 9879 T
 Standarcd Standard o102 1650 2 4555 mes 258 1 10064 T
 Standarat Standard e 1708 052 1613 3678 070 370 9831 2
 Standards Standerd FLR2 3 155 E 1256 192 1235 10167 T
 Standards Standard 162 303 351 208 an 553 a2 9087 T
 Standara? Standard W12 73 615 78 129 1548 137 10148 2
+ Unknown1 Unknown cc o728 271 8543 22467 02 w2
 Unknown2 Unknown 03,04 155 456 50 104 woq 136 10 2 v

Release Version: 0.15.00

10

Analyte details

- X
bietechne

Analyte: | BAFF/BLS/TNSFS138

Configure Curve

Curve Fits [ 5PL -
Cune Weighting: |1 5
Cone. €V Limit: [20% -
Recovery Range: [B0% 10 120%_~

Remove Outliers Based on Recoveries:

For Curent Coneorly ] [_ForAl ]

Current Curve Data

uoq 124

uLoQ: 102487

R% 0099503
A 0534

B 0950

€ 323450
D 62666920
G 0182

Units:
Graph Options

[ Show Unknowns ] Show Controls

Logarthmic X s (2] Logarithmic Y Az

[ Copy Image of Graph to Clipboard

Table Options

Copy Rows o Cpbrd:
ResetIncldec

© Copyright 2022 Bio-Techne. All Rights Reserved



- X

bietechne
Runs Control
BAFF/BLyS/TNSFS138 Analyte: | BAFF/BLYS/TNSFS138
[i=] @ 1 4 >
, : : Configure Curve
., Standard-Control-Unknown.... (£) o i i B
4 _ Curve Fit: [ 5PL ~| [Copyton ]
A Single Analyte Results 7 X i §
Multi-Analyte Results 1 1 Curve Weighting: | 1/Y* v [ Copyto Al
3 -
Well Assignments B ; Conc. Cv Limit: [ 20% -
Analytes Panel § i
Run nformation 1000 . Recovery Range: | 80% 0 120% | [Copyto Al
3 Remove Outlers Based on Recoveries:
i “ For Current Curve Only | [_ForAll ]
= B . Current Curve Data
3 o :
= E uoq 124
3 .
H ULoG:  1024.87
H R% 0999503
1 L
: A 054
10
3 B 0950
H 323459
D 62666920
@ Standards
G o018
1 5
1 10 100 1000 10000 Units:
Concentration
Graph Options
Semple Use ~ [wels [mri MFICV% | NetMFl Conc, Status | Conc.CV% | Exp Conc, %Recovery |DF  [n |Included [] Show Unknowns (] Show Controls
» Backgroundd  Blank AR o5 744 00 2 M |-
» Controlt Control ap 223 728 2128 944 833 20000 1648 2 W 9 Logarithmic X Aris (2] Logarthmic Y Ais
> Control2 Control B384 13920 112 13825 37946 127 2000 1897.29 2 ¥
> Standard! Standard 8182 31685 225 31590 100492 281 100000 100.49 2 M I i T ] |
> Standard2 Standard ac 12285 201 12190 32028 228 3333 9879 2 W
> Standardd Standard D102 4650 243 4555 ) 268 mn 10064 2 ¥ Table Options
} Standards Standard e 08 062 1613 3678 070 3708 9031 2 W Row Operations:
> Standards Standard FiR2 683 155 s8s 1256 192 1235 10167 2 W
Copy Rows to Clipboard: [ Aggregates | [ Replicates |
> Standards Standard 61,62 303 351 208 an 553 412 90.67 2 ¥
» Standara? Stancard [ 3 615 78 139 1548 137 10148 P Resetncludec:
» Unknownt Unknown [=1) a738 an 8643 22467 02 w2 M
> Unknown2 Unknown 0304 155 456 60 194 <U0Q 1362 w2 M [

13. Configure the Curve for each standard curve
using the right window.

A.

down button.

Toggle between analytes using the Analyte drop-

B. Toggle the Curve Fit button to choose between
a 5PL or 4PL curve fit. All R&D Systems Luminex
assays use a 5 parameter logistic (5PL) curve fit

for asymmetrical curves. You have the option of
selecting the 4PL curve fit for symmetrical curves.

The Current Curve Data section of the right

window shows all curve data, including Curve fit,
weighting, recovery range, LLOQ, ULOQ, A, B, C,

D, G, units

4PL

a = estimated response at zero concentration

b=
C:

d=

slope factor
mid-range concentration (C50)

5PL

estimated response at an infinite concentration

a = estimated response at zero concentration
b = slope factor
¢ = mid-range concentration (C50)

d =
g = asymmetry factor

estimated response at infinite concentration

© Copyright 2022 Bio-Techne. All Rights Reserved

Toggle the Curve Weighting button to select
curve weighting: none, 1/Y, or 1/Y2.

Appropriate curve weighting is required to
ensure that all data contribute equally to the final
regression curve. Choose 1/Y?to compensate
for high variability at the low end of the standard
curve.

The Conc. CV Limit button allows you to set the
percent coefficient of variation limit.
Options range from no limit to 5% CV

Toggle the Recovery Range button to choose the
appropriate recovery range

11



4 Single Analyte Results 2 X
Mult-Analyte Results
Well Assignments
Analytes Panel

Run Information

Standard-Control-Unknown_... ()

BAFF/BLyS/TNSFS138
10000 N —
4
1000 =
.

= -

3

2w

L
.
0
@ stancarcs
1 :
10 100 1000 10000
Concentration

Sample Use ~TWel)_|mn MAC% | NetMFl Conc. Ststus | Cone. (V| Exp Conc %Recoery |OF |n|included
» Bsckgroundd Blank a2 a5 744 00 e
» Contrlt Control a3pe 223 748 2128 04 a3 30000 1648 Y
» Contro2 Control B3 13520 112 13625 37046 127 2000 1897.29 N
» Standardl Standard B1,82 31685 225 31590 100492 281 1000.00 10049 2 v
» Standara2 Standard e 12265 201 12190 32020 220 33 %79 2 M
> Standsrc3 Standard o102 4650 283 4555 8 268 i 10054 N
» Standards Standard £1.e2 1708 062 1613 3678 070 3704 9931 2
> Standards Standard FR2 3 155 se8 1256 192 1235 10167 2 M
¥ Standardf Standard G1.G2 303 33 208 Eall 553 412 99.87 2 V]
» Standard? Standard HLH2 73 515 78 139 1548 137 10148 2 M
» Unknowni Unknown o 728 27 8543 22067 202 w00 2 ¥

14. Configure the Curve (continued)

G. The Graph Options section of the right window

allows you to:

¢ Visualize controls and unknowns

on the standard curve.

e Standards are indicated by dark blue circles
Unknowns are indicated by light blue triangles.
Controls are indicated by orange squares.

® Toggle on/off logarithmic scale of X and Y axis

® Copy the standard curve to a clipboard

H. The Table Options section of the right window has

several functions:

e Expand/collapse all rows in the center bottom
table. Triangles on the far left of rows in the
bottom center. Windows can also be toggled to
expand individual replicate rows

» Copy aggregates or replicates to a clipboard for
pasting elsewhere

® Reset standards, controls, and unknowns.

12

- X
bietechne
Analyte: | BAFF/BLyS/TNSFS138
Configure Curve
Curve Fit [ 5PL -] [Copyron
Curve Weighting: | 1/¥* ~| [Copyto Al
Conc. CV Limit: | 20% v | Copyto All
Recovery Range: | 0% t0120% | [Copyto Al
Remove Outiers Based on Recoveries:
For Current Carve Orly ] [_ForAl ]
Carrent Curve Dats
Log 124
Q102487
R: 0999503
A 054
& 0850
o 3235
0 62666920
G o2
Units
Graph Options
[ Show Unknowns [ Show Controls G
Logarthmic XAxis (7] Logarithmic Y Av

I Copy mage of Graph 2 igbosrd

Table Options

Copy Rowsto Cipbrd
Reset Incldect

15. Data Analysis Optimization - Remove Outliers

Assess Recovery

Assess %CV

Scroll across the table in the bottom center
window to view details in: the % Recovery column

and the Included column.

For any standard that is outside of the selected %
recovery range, confirm that the box is unchecked
in the Included column.

The right window (in the Configure Curve section)
there is an option to Remove Outliers Based on
Recoveries for the current curve or all curves.

Examine the % CV column and exclude samples

that are outside of the acceptable %CV range by

unchecking the included box.



E] Multi-Analyte Results

16. Select Multi-analyte Results to sort and compare
sample data across target analytes.

A. The following data can be viewed across all target
analytes on an assay by using the Selected Field drop-
down button in the right window.

MFI:
Mean Fluorescent Intensity.
Excluded data is faint gray

MFI % CV:
MFI percent coefficient of variation.
Excluded data is absent.

Net MFI:
sample MFI-background well MFI.
Excluded data is faint gray.

Concentration:
Sample concentration relative to the standard
curve. Excluded data is faint gray. Data outside of
established curve parameter limits is brown.

Concentration Status:
Is the concentration > or < LLOQ or ULOQ?
Data outside of these parameters in indicated by
<LLOQ, >LLOQ, <ULOQ,>LLOQ.

Concentration % CV:
concentration percent coefficient of variation.
Excluded data is absent.

Expected concentration:
Standards for each analyte.
Excluded data is absent.

% Recovery:
(observed sample concentration/expected sample
concentration) X 100%. Excluded data is faint gray.

Dilution Factor:
Dilution factor for unknowns.
Excluded data is faint gray.

Bead count:
Number of beads counted in specified bead
region. Excluded data is faint gray.

Note, these results are the same as those described in the
Luminex xPonent software manual.

Double click on each mean to view replicates.

Double click on the mean again to hide individual
replicates. Double click on individual replicates to include
them or remove them.

The included column contains a check if data is included.
The Included column is empty or contains a black square if
data is excluded.

The black caret on the far left side of the Sample column
can be toggled to view replicates as well.

bietechne
[/TARC CCL19/MIP-3be... | Chiting
| selected Field: | Concentration v A
1961 22,66
16631 18941 Multi Analyte Results Table Options
04237 07640 Row Operations: | Expand All | [ Collapse Al
35232 34083 Capy Rows to Clipboard: | Aggregates B
10045 114.82
o 1508 Reset Included: Unks/Ctrls
2 05
12.63 1286
a5
425 404 Al Curves Data:
139 157
363 000 Analyte Fit Weighting
636 BAFF/BLyS/TNS... | 5PL 1 -
026 000 CCLZAEMCP-1 | SPL 1"
224 048 CCL3/MIP-1 alp... | 5PL 17
175 017 CCLA/MIP-1 beta | 5PL 1
207 0.00 CCL5/RANTES 5PL 1
CCL11/Ectaxin 5PL 1

B. The Multi Analyte Results Table Options section
in the right window has several operations.

* Expand/collapse row operations of center table
e Copy aggregates or replicates to the clipboard
® Reset standards unknowns or controls

C. The All Curves Data section of the right panel
contains standard curve data for each analyte
including, Fit, Weighting, Recovery Range, LLOQ,
ULOQ, R2, A, B, C, D, G, Units.

A = estimated response at zero concentration

B = slope factor

C = mid-range concentration (C50)

D = estimated response at infinite concentration
G = asymmetry factor

13



17. Inter-assay comparison
Make inter-assay comparisons to ensure that data is

\.mm

—
ot

con

A.

D.

sistent across assays over the long term

To make inter-assay comparisons, import up to four
CSV files. All options in the Runs control window
can be simultaneously viewed across four runs.
This works best on large monitors.

Select the button containing 2 overlapping squares
in the grey area at the top of the left window. When
selected, the button changes color.

To compare standard curves, select the Single
Analyte Results from both assays.

The center window will simultaneously visualize the
standard curve and data for two runs.

Toggle the Analyte button in the right windows
to select the same analyte for comparison. The
windows on the right are scrollable.

ol

18.

Use this option to compare the following data:
Background signal
MFI
Curve Fit

Inter-assay comparisons can also be made using
the Multi-analyte Results

Toggle the Selected Field button at the top of the
right windows to view the same data field across all
analytes on both runs

If the analyte/bead region assignments are identical,
plate layouts can be copied from one plate to the next

plate in the Well Assignments view using the keyboard

short cuts “ctrl-c” to copy and “ctrl-v" to paste.

View options (right windows)

SingIeAnaIyte Results & X Click arrow to expand

Click X to close

Quantist™ - X
bietechne
VEGF Analyte: | VEGF ~
L] 1 4 >
_ 10000 : Configure Curve,
Standard-Control-Unknown.... (*) P
E Curve Fit: [ sPL ~ | [Copytoar]
4l Single Analyte Results 7 X B . ~ E
Multi-Analyte Results £ . Curve Weighting: | 1/¥2 ~ | [Copytoan
k7 3
Well Assignments z 00 . Conc. Cv Limit: | 20% ~ | [Copytoan
Analytes Panel B .
Run Information . @ standards Recovery Range: | 80% t0 1203~ | [ Copy to All
oy s spikelinearity hep (<) - : Remove Outliers Based on Recoverie
I 1 10 100 1000 10000 For Current Curve Only For All
4l Single Analyte Results 7 X .
Al single Analyte Res Concentration
Multi-Analyte Results Current Curve Data
Well Assignments Sample Use < [wei | wA MACV% | NetMA Conc Status | Conc. CV% | Exp Conc. %Recovery |DF |n |Included w00 15
Analytes Panel » Backgroundd  Blank AR 268 132 00 2 M=
Run Information, » Controll Contral ap a5 51 1478 1610 1048 30000 537 2 M uog;  1057.68
» Control2 Control B384 0075 092 o708 11659 103 2000 se207 2 M R 0998913
» Standard! Standerd 8182 55435 351 55168 101834 546 100000 10183 2 M
Standerd ac 20240 251 23073 32813 210 3333 9842 2 M Aanz2
87-H1 Analyte: [B7-H1 v
10000 5 i Configure Curve,
] «
: . : Curve Fit: [ sPL ~ | [Copytoan
_ : .
£ ] o Cune Weightng: [ 11 -] [Copyoan
T w
2 b < Cone. Cv Limit: [ 20% < [Copman
0 : @ Standards Recovery Range: | 80% 10 1207+ | [ Copy oAl
Remove Outlers Based on Recoveric
10 100 1000 10000 100000 For Current Curve Only For All
Concentration
Current Curve Data
Sample Use ~ [wel | wA MACV% | NetMAl Conc Status | Cone. (V3% | Exp Conc. %Recovery |DF |n |included Loa tesse
» Backgoundd  Blank AR 170 000 00 2 M
» Standardt Standerd 8182 31550 188 31380 4674641 208 4667000 10016 2 o 4773273
» Standard2 Standerd ac 14373 352 14203 1555517 448 1555667 2099 2 M R 0909504
» Standard3 Standerd 0102 5198 287 628 517947 336 518556 9038 2 M
A 047t
¥ Standarcd Standard E1E2 233 016 2163 178671 050 172852 10337 2 M
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Bio-Techne Quantist Run Report

1k

2| Report File Name

3 | Report Create Date (UTC)  3/9/2022 8:00 PM

4 Quantist File Name

5

6

7 Program Name  xPONENT

8 | Program Version  4.2.1324.0

9 | Instrument Type  MAGPIX

10 Instrument SN MAGPX15176701

11 Operator

12 Computer Name  PC9159

13 | Country Code 209

14| CSV File Name

15 | CSV File Create Date  1/10/2018 12:57 PM

lﬁi CSV File Integrity Status  File was unmodifed prior to import.
17 |

18| Batch Name  01-10-18 MS BO wk 28 repeat PMS800
19 | Batch Version 1

20|

21 | Notes
54/ .

3 | Information | summary | Curves : B7-H1 : CD40 Lig

| EcF

Run Information

Eotaxin

C:\Users\fred.westphal\Desktop\TestFiles\01-10-18 ms b0 wk 28 repeat pm8800_20180110_133338 ap_2022-03-09_200003.x1sx

C:\Users\fred.westphal\Desktop\TestFiles\01-10-18 ms b0 wk 28 repeat pm8800_20180110_133338 AP.quantist

C:\Users\fred.westphal\Desktop\TestFiles\01-10-18 MS BO wk 28 repeat PMS8800_20180110_133338.csv

FGF-basic (CDXY) | FGF-basic (HR) | Fit-3Lig Fractalkine iG-CSF

A B C '

Export data into a Quantist run report.

To export data into excel, select File/Export “filename”

You can also simultaneously export all files to excel.
Quantist will export a .xlsx file.

The Quantist Run Report contains the following
information:

A. Information Tab
This tab contains information about the file,

software, and hardware.

B. Summary Tab
This tab summarizes the analyte concentrations

(Conc) for each well. Samples that are outside of

the limits of quantitation are in a lighter color font.

Curves Tab
This tab contains standard curve plots for each
analyte as well as curve fit data.

D. Analyte Tabs
Each analyte has its own tab that contains the

following: curve plot, curve fit data, and plate data.

Plate data include:

Sample: Background, Standard, Control, Unknown
Use: Blank, Standard, Control, Unknown

Wells: Well location

MFI: Mean Fluorescent Intensity

D |

MFI CV%: MFI coefficient of variation

Conc: Concentration

Status: s the sample within the ULOQ and LLOQ?
Conc CV%: Concentration coefficient of variation
% Recovery: (observed sample concentration/
expected sample concentration) X 100%

DF: Dilution Factor for unknowns

N: Number of replicates

Included: Is the sample included in the analysis

Is Aggregate: True= mean of replicates, False=
individual replicates

Bead count: Number of beads counted in specified
bead region

3.0
UNINSTALL QUANTIST

Select the windows start icon.
Select the settings cog in the menu.

Select apps in the windows settings menu.

Scroll down to the Quantist software icon and select it.

Select uninstall.
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